BEST AVAILABLE COPY 











V 

* 




















■ ' -4 " .; "*■ . ■ V ; ?| 
• , ...... > 



FIG. 1 



BEST AVAILABLE COPY 



M 1 M 2 3 4 



1000 ► 

500 ► 
200 ► 















C~ ■ 
c#-- .ti 






ii 


^^^^ 


Hi 

ill 


in - 

^fifc ^gH^ 

, -*-r- ^HP^ ^^^P 1HHP 
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AACGCTG-CAGCGTGCCTA-TACATGCCAGTCGAACGAGTTCTC 

ATCCTGGCTCAGGATGAACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGTTCTC 
AACGCTGGCGGCGTGCCTAATACATGCAAGTCGAACGAGTTCTC 
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-GGTGAGTAC 
— GTGAGTAC 



GCGAGGGTGAGTAC 

GTTGATGATCGGTGCTTGCACCGAGATTCAACATGGAACGAGTGGCGGACGGGTGAGTAA 
GTTGATGATCGGTGCTTGCACCGAGATTCAACATGGAACGAGTGGCGGACGGGTGAGTAA 
GTTGATGATCGGTGCTTGCACCGAGATTCAACATGGAACGAGTGGCGGACGGGTGAGTAA 

G GGGTGAGTA 



121 180 

CCRC 1 29 1 3 ( 1 ) TGGGTA-CCTGCCCTTAAGTGGGGGATAACATTTGGAAACAGATGCTAATACCGCA 

CCRC 1 400 1 (10) C— GTGGGTA-CCTGCCCTT AAGTGGGGGATAACATTTGG AAACAGATGCTAAT ACCGCA 

GM-080 (9) C — GTGGGTA-CCTGCCCTT A-GTGGGGGATAACATTTGGAAACAGATGCTAAT ACCGCA 

CCRC 1 6 1 00 (15) C— GTGGGTA-CCTGCCCTT AAGTGGGGGATAACATTTGG AAACAGATGCTAAT ACCGCA 

KLB58 (103) CACGTGGGTAACCTGCCCTTAAGTGGGGGATAACATTTGGAAACAGATGCTAAT ACCGCA 

PB4 (121) CACGTGGGTAACCTGCCCTTAAGTGGGGGATAACATTTGGAAACAGATGCTAAT ACCGCA 

F3 1 (105) CACGTGGGTAACCTGCCCTTAAGTGGGGGATAACATTTGG AAACAGATGCTAAT ACCGCA 

Consensus (121) C GTGGGTA CCTGCCCTTAAGTGGGGGATAACATTTGGAAACAGATGCTAATACCGCA 

181 240 

CCRC 12913 (56) TAGATCCAAGAACCGCATGGTTCTTGGCTGAAAGATGGCGTAAGCTATCGCTTTTGGATG 

CCRC14001 (67) TAGATCCAAGAACCGCATGGTTCTTGGCTGAAAGATGGCGTAAGCTATCGCTTTTGGATG 

GM-080 (65) TAGATCCAAGAACCGCATGGTTCTTGGCTGAAAGATGGCGTAAGCTATCGCTTTTGGATG 

CCRC16100 (72) TAGATCCAAGAACCGCATGGTTCTTGGCTGAAAGATGGCGTAAGCTATCGCTTTTGGATG 

KLB58 (163) TAGATCCAAGAACCGCATGGTTCTTGGCTGAAAGATGGCGTAAGCTATCGCTTTTGGATG 

PB4 (181) T AGATCC AAG AACCGCATGGTTCTTGGCTGAAAGATGGCGT AAGCTATCGCTTTTGGATG 

F3 1 (165) TAGATCCAAGAACCGCATGGTTCTTGGCTGAAAGATGGCGTAAGCTATCGCTTTTGGATG 

Consensus (181) TAGATCCAAGAACCGCATGGTTCTTGGCTGAAAGATGGCGTAAGCTATCGCTTTTGGATG 

241 300 

CCRC 12913 (116) GACCCGCGGCGTATT AGCTAGTTGGTGAGGT AATGGCTCACC AAGGCGATGATACGTAGC 

CCRC 1 400 1 (127) GACCCGCGGCGTATT AGCT AGTTGGTGAGGTAATGGCTCACCAAGGCG ATGATACGTAGC 

GM-080 ( 1 25) GACCCGCGGCGTATT AGCTAGTTGGTGAGGT AATGGCTCACCAAGGCGATGATACGTAGC 

CCRC 1 6 1 00 (132) GACCCGCGGCGTATT AGCTAGTTGGTGAGGT AATGGCTCACCAAGGCGATGATACGTAGC 

KLB58 (223) GACCCGCGGCGTATT AGCTAGTTGGTGAGGT AATGGCTCACCAAGGCGATGATACGTAGC 

PB4 (24 1 ) GACCCGCGGCGTATT AGCTAGTTGGTGAGGT AATGGCTCACCAAGGCGATGATACGTAGC 

F3 1 (225) GACCCGCGGCGTATT AGCT AGTTGGTGAGGTAATGGCTCACCAAGGCGATGATACGTAGC 

Consensus (241) GACCCGCGGCGTATTAGCTAGTTGGTGAGGTAATGGCTCACC AAGGCGATGATACGTAGC 

301 360 

CCRC 1 29 1 3 ( 1 76) CG AACTGAG AGGTTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGGAG 

CCRC 1 400 1 (187) CG AACTGAGAGGTTG ATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCT ACGGG AG 

GM-080 (185) CGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGN — 

CCRC 16100 (192) CGAACTGAGAGGTTG ATCGGCCACATTGGG ACTGAGACACGGCCCAAACTCCTACGGG— 

KLB58 (283) CGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCTACGGG — 

PB4 (30 1 ) CG AACTGAG AGGTTGATCGGCCACATTGGGACTGAG ACACGGCCCAAACTCCT ACGGG— 

F3 1 (285) CGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCT ACGGG — 

Consensus (301) CGAACTGAGAGGTTGATCGGCCACATTGGGACTGAGACACGGCCCAAACTCCT ACGGG 
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361 

CCRC12913 (236) GGCCAGCAGT-GGGAG 

CCRC 14001 (247) GGGCAGCAGT-GGGAG 

GM-080 (243) GGGCAGCAGT-GGGA 

CCRC 16 100 (250) AGGCAGCAGT-GGGA 

KLB58 (34 1 ) AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAG 

PB4 (359) AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAG 

F3 1 (343) AGGCAGCAGTAGGGAATCTTCCACAATGGACGCAAGTCTGATGGAGCAACGCCGCGTGAG 

Consensus (361) AGGCAGCAGT GGGA 



CCRC 129 13 
CCRC 14001 
GM-080 
CCRC 16 100 
KLB58 
PB4 
F31 

Consensus 



421 480 

(251) 

(262) 

(257) 

(264) 

(401) TGAAGAAGGCTTTCGGGTCGTAAAACTCTGTTGTTGGAGAAGAATGGTCGGCAGAGTAAC 
(419) TG AAGAAGGCTTTCGGGTCGT AAAACTCTGTTGTTGGAGAAG AATGGTCGGCAG AGTAAC 
(403) TGAAGAAGGCTTTCGGGTCGTAAAACTCTGTTGTTGGAGAAGAATGGTCGGCAGAGTAAC 
(421) 



481 



540 



CCRC 129 13 (251) 

CCRC14001 (262) 

GM-080 (257) 

CCRC 16 100 (264) 

KLB58 (46 1 ) TGTTGTCGGCGTGACGGTATCCAACCAGAAAGCCACGGCTAACT ACGTGCCAGCAGCCGC 

PB4 (479) TGTTGTCGGCGTGACGGTATCCAACCAGAAAGCCACGGCTAACT ACGTGCCAGCAGCCGC 

F3 1 (463) TGTTGTCGGCGTGACGGTATCCAACCAGAAAGCCACGGCTAACT ACGTGCCAGCAGCCGC 

Consensus (481) 
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600 



CCRC 129 13 (251) 

CCRC14001 (262) 

GM-080 (257) 

CCRC 16 100 (264) 

KLB58 (521) GGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGG 

PB4 (539) 

F3 1 (523) GGTAATACGTAGGTGGCAAGCGTTATCCGGATTTATTGGGCGTAAAGCGAGCGCAGGCGG 

Consensus (541) 



601 



660 



CCRC 129 13 (251) 

CCRC14001 (262) 

GM-080 (257) 

CCRC 16 100 (264) 

KLB58 (58 1 ) TTTTTTAAGTCTGATGTGAAAGCCCTCGGCTTAACCGAAGAAGCGCATCGGAAACTGGGA 

PB4 (539) 

F3 1 (583) TTTTTTAAGTCTGATGTGAAAGCCCTCGGaTAACCGAGGAAGCGCATCGGAAACTGGGA 

Consensus (601) 



661 



720 



CCRC 129 13 (251) 

CCRC 14001 (262) 

GM-080 (257) 

CCRC 16 100 (264) 

KLB58 (64 1 ) AACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGT AGCGGTGAAATGCGTAGATATA 

PB4 (539) 

F3 1 (643) AACTTGAGTGCAGAAGAGGACAGTGGAACTCCATGTGTAGCGGTGAAATGCGTAGATATA 

Consensus (661) 
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CCRC12913 (251) 

CCRC14001 (262) 

GM-080 (257) 

CCRC16100 (264) 

KLB58 (701) TGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAA 

PB4 (539) 

F3 1 (703) TGGAAGAACACCAGTGGCGAAGGCGGCTGTCTGGTCTGTAACTGACGCTGAGGCTCGAAA 

Consensus (721) 



781 



840 



CCRC12913 (251) 

CCRC14001 (262) 

GM-080 (257) 

CCRC16100 (264) 

KLB58 (761) GCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAATGCTA 

PB4 (539) 

F3 1 (763) GCATGGGTAGCGAACAGGATTAGATACCCTGGTAGTCCATGCCGTAAACGATGAATGCTA 

Consensus (781) 
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900 



CCRC12913 (251) 

CCRC 14001 (262) 

GM-080 (257) 

CCRC16100 (264) 

KLB58 (82 1 ) GGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGCAGCTAACGCATTAAGCATTCCGCCTGGG 

PB4 (539) 

F3 1 (823) GGTGTTGGAGGGTTTCCGCCCTTCAGTGCCGCAGCTAACGCATTAAGCATTCCGCCTGGG 

Consensus (841) 
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960 



CCRC 129 13 (251) 

CCRC14001 (262) 

GM-080 (257) 

CCRC16100 (264) 

KLB58 (88 1 ) GAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAG 

PB4 (539) 

F3 1 (883) GAGTACGACCGCAAGGTTGAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAG 

Consensus (901) 



961 



1020 



CCRC 129 13 
CCRC 14001 
GM-080 
CCRC16100 
KLB58 
PB4 
F31 

Consensus 



(251) 

(262) 

(257) 

(264) 

(94 1 ) CATGTGGTTTAATTCGAAGCAACGCGAAG AACCTT ACCAAGTCTTGACATCTTTTGATCA 

(539) 

(943) CATGTGGTTTAATTCGAAGCAACGCGAAGAACCTT ACCAAGTCTTGACATCTTTTGATCA 

(961) 



CCRC 129 13 
CCRC 14001 
GM-080 
CCRC 161 00 



1021 



1080 



(251) 
(262) 
(257) 
(264) 



KLB58 ( 1 00 1 ) CCTGAGAGATC AGGTTTCCCCTTCGGGGGCAAAATG ACAGGTGGTGCATGGTTGTCGTCA 

PB4 (539) 

F3 1 (1003) CCTGAGAGATCAGGTTTCCCCTTCGGGGGCAAAATGACAGGTGGTGCATGGTTGTCGTCA 

Consensus (1021) 
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CCRC12913 
CCRC 14001 
GM-080 
CCRC16100 



(251) 
(262) 
(257) 
(264) 



KLB58 (1061) GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGC AACCCTTATG ACTAGTTG 

PB4 (539) 

F3 1 ( 1063) GCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTATGACTAGTTG 

Consensus (1081) 



1141 



1200 



CCRC 129 13 
CCRC14001 
GM-080 
CCRC16100 



(251) 
(262) 
(257) 
(264) 



KLB58 (1121) CCAGCATTTAGTTGGGCACTCT AGT AAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGA 

PB4 (539) 

F3 1 (1123) CCAGCATTTAGTTGGGCACTCTAGT AAGACTGCCGGTGACAAACCGGAGGAAGGTGGGGA 

Consensus (1141) 



1201 



1260 



CCRC 129 13 
CCRC 14001 
GM-080 
CCRC 16 100 



(251) 
(262) 
(257) 
(264) 



KLB58 (1181) TG ACGTC AAATCATCATGCCCCTTATG ACCTGGGCTAC ACACGTGCT ACAATGGATGGTA 

PB4 (539) 

F3 1 (1183) TGACGTCAAATCATCATGCCCCTTATGACCTGGGCTACACACGTGCT ACAATGGATGGTA 

Consensus (1201) 



CCRC 129 13 
CCRC 14001 
GM-080 
CCRC16100 



1261 



1320 



(251) 
(262) 
(257) 
(264) 



KLB58 ( 1 24 1 ) CAACGAGTTGCGAGACCGCGAGGTCAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGACT 

PB4 (539) 

F3 1 ( 1 243) CAACGAGTTGCGAGACCGCGAGGTCAAGCTAATCTCTTAAAGCCATTCTCAGTTCGGACT 

Consensus (1261) 



1321 



1380 



CCRC 129 13 
CCRC 14001 
GM-080 
CCRC16100 



(251) 
(262) 
(257) 
(264) 



KLB58 (1301) GTAGGCTGCAACTCGCCTACACGAAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCG 

PB4 (539) 

F3 1 (1303) GTAGGCTGCAACTCGCCTACACG AAGTCGGAATCGCTAGTAATCGCGGATCAGCACGCCG 

Consensus (1321) 



1381 



1440 



CCRC 129 13 
CCRC 14001 
GM-080 
CCRC16100 



(251) 
(262) 
(257) 
(264) 



KLB58 (1361) CGGTGAATACGTTCCCGGGCCTTGT ACACACCGCCCGTCACACCATGAGAGTTTGTAACA 

PB4 (539) 

F3 1 ( 1 363) CGGTGAATACGTTCCCGGGCCTTGT ACACACCGCCCGTCACACCATGAGAGTTTGTAACA 

Consensus (1381) 
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CCRC12913 (251) 

CCRC14001 (262) 

GM-080 (257) 

CCRC16100 (264) 

KLB58 (1421) CCCGAAGCCGGTGGCGTAACCCTTTTAGGGAGCGAGCTGTCTAAGGTGGGACAAATGATT 

PB4 (539) 

F3 1 (1423) CCCGAAGCCGGTGGCGTAACCCTTTTAGGGAGCGAGCTGTaAAGGTGGGACAAATGATT 

Consensus (1441) 
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CCRC12913 
CCRC14001 
GM-080 
CCRC16100 
KLB58 
PB4 
F31 

Consensus 
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(1483) 
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AGGGTGAAGTCGTAACAAGGTAGCTAAAGGAGA 



AGGGTGAAGTCGTAACAAGG-AGCTGTAGGAGAACTA 
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